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Abstract 

Proteins and enzymes are important parameters in biochemical taxonomy. Seeds of 29 lines of C. atltluu/ll from 
different sources and places of origin were studied. The protein content was es timated and SDS polyacrylamide 
gel electrophoresis technique was used to study the soluble protein pattern. Each genotype was distinct from the 
other, but _certain bands were shared by several genotypes. Average similarity was highest (80%) between 
accessions PBC 436 from Portugal and Round Ornamental collected from Kerala Agricultural University, 
suggesting that the material collected from India could have originated in Portugal. In general , paprika lines had a 
high seed protein content and these also clustered together. Fruit length, fruit colour, and percentage of capsaicin 
did not show correlations with the clustering of the accessions. 

Introduction 

Proteins and enzymes, characterized as primary gene 
products, are important parameters in biochemical 
taxonomy. Storage proteins separated by electropho
retic methods are thought to undergo the process of 
evolution with relative slowness due to their " non
essential nature" (Margoliash and Fitch 1968), while 
enzymes are thought to be extremely sensitive to 
selection pressures in evolution and thus to survival of 
the organism (McDaniel 1970). Analysis of proteins 
and isozymes is a tool for supplementing the evidence 
obtained by comparative morphology, breeding ex
periments and cytological analysis. 

Morphometric and seed protein analysis were used 
to reveal differences among species and populations 
of Trifolilllll (Sheidai et al. 1999), characterization of 
SOlanll111 (Menella et al. 1999) and Ricinus C01111111l11is 
(Varier et al. 1999). Seed protein electrophoresis for 
the study of phylogenetic relationship in Capsiclllll L. 
was performed by Panda et al. (1986). Seed protein 
electrophoresis of diploids, tetraploids and tetraploid 
hybrids of Capsicllm was initiated by Sri valli et al. 

( 1999). Characterization of Nigerian varieties of C. 
allllllUlII and C. fmlescells by SDS PAGE of seed 
proteins was conducted by Odeigah et al. (1999). 
Identification of pepper cultivars by seed protein 
electrophoresis was also conducted by Lucchese et al. 
(1999). In chilli , work pertaining to the electropho
retic analysis of proteins and isozymes was restricted 
to species and variety differentiation, but comparative 
study of different lines of C. anllUl/1ll was initiated in 
our laboratory. Seed proteins of29 lines of C. (II/Ill/11m 

were analyzed by electrophoresis in the present study. 

Materials and methods 

Seeds used for extraction of proteins, were obtained 
from the Asian Vegetable Research and Development 
Center (AVRDC), Tainan, Taiwan, the Institute of 
Plant Genetic and Crop Plant Research, Gatersleben, 
Germany, the Kerala Agricultural University (KAU), 
Trichur, Kerala, India and the Indian Institute of 
Horticultural Research (I1HR), Bangalore, India. The 
dried seeds were homogenized with Tris HCI buffer 
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