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Natural disease escapes as sources of resistance 
against cardamom mosaic virus causing katte 
disease of cardamom (Elettaria cardamomum Maton) 
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Abstract 

Resistant sources to cardamom mosaic virus causing katte disease of 
cardamom (Elettaria cardamomum) were identified by collecting 134 
disease escapes from hot spots of virus infection in South India and 
screening them in greenhouse, sick plot and hot spots. Testing of 
promising collections in four hot spots and also against natural 
infection confirmed the resistant nature of the collections. 
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Abbreviations 

NKE : Natural katte escape 

Car MV : Cardamom mosaic virus 

Introduction 

Cultivation of cardamom (Elettaria 
Cardamomum Maton) in India and 
Guatemala is threatened due to the 
severe incidence of katte disease caused 
by Car MV which is an aphid transmit
ted poty virus. In monocropping situa
tions, the infection on bearing plants 
reduces the yield up to 69% in the third 
year of infection and total decline of 
plants occurs after 3-5 years of infection 
(VenugopaI1995). The symptoms of the 
disease include characteristic mosaic 
symptoms with stripes of green tissue 
evenly distributed over the leaf lamina 

and mosaic type mottling on leaf sheaths 
and young pseudostems. In the ad
vanced stage of infection , the affected 
plants produce shorter and slender 
tillers with few shorter panicles and 
degenerate gradually. 

So far no reliable source of resistance is 
known against Car MV. Cardamom 
occurs in its native state only in the 
tropical evergreen forests of western 
ghats in India. In nature it forms a 
freely interbreeding population with 
rich genetic diversity (Abraham & 
Tulasidas 1958; Sudharshan et al. 1989). 
Open pollinated seedling progenies in 
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