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Abstract 

Fourteen of the 29 Pythium isolates pathogenic to ginger (Zil1giber officinale) co llected from 
various parts of India such as Assam, Karn ataka, Keral a, Sikkim and Uttar Pradesh were 
identified as Pythillm myriotylulIl based on the size of the species-specifi c amplicon (1 50 bp) 
using the oligo primers PmyS and ITS2. The su itability of the primer combinati on PmyS (5'­
gTC gCT gTT ATg gCg gAg-3') and ITS2 (S' -gCT gCg TTC TTC ATC gAT gC-3') (Wang el al. 
2003a) at the species level identifica tion of P. lIlyriolyllllll was further confirmed th rough thi s 
study. 
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Introduction 

Ginger (Zillgiber officiI/ale Rosc.) is grow n by 
small and marginal farm ers in the s tates of 
Assam, Himachal Pradesh, Karnataka, 
Kerala, Meghalaya, Orissa, Sikkim and north 
eastern region of India as well as other south 
east Asian countri es, Africa and H awa ii 
(USA). Diseases caused by Pythilllll spp. and 
Ralstonia solallacearulIl Yabuuchi(Smith) are 
among the major producti on constraints in 
ginger. Pythilllll sp . causing soft rot in ginger 
which eventually leads to rhi zome loss, has 
been reported nearly 100 yea rs ago from India 
(Butler 1907). 

Pylhilllll spp. causing soft rot in ginger have 
been identified and characteri zed, ma inly 
based on the keys prov ided by Middleton 
(1943) and. Vander Plaats-Niterink (1981). The 
overlappl~g myce li a l and s porangi a l 
characters III morphological characteri za tion 

hind er the id e ntifi ca ti on of Pythilllll sp p . 
Conventional methods of ide ntifi ca tion reli es 
upon sepa ra ti on of s pec ies on the bas is of 
morpho logy of a nth e ridia , o ogo ni a a nd 
sporangia, which appea r to vary und e r 
different cultural conditions. Moreover, it is 
tim e con s umin g and e xp e rt h a nd s a re 
required. Hence Pyth illlll species are se ldo m 
identifi ed at the species level which limits 
eco logica l and epidemiolog ica l studies on the 
ge nu s and th e reby th e se lec ti o n and 
implementation of control s tra tegies. 

The use of DNA-based techniques such as 
polymerase chain reacti on (PCR) has enab led 
resea rche rs to id e ntify a nd charac terize 
Pylhilllll spp. (Chen & H oy 1993; Kageyama el 
al. 1998). The intern al tr ansc rib ed s pace r 
(ITS) reg ion of riboso m a l DNA ha s been 
ex plOited for species- leve l identifi ca ti on of 






