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hinder the identification of Pythium spp.
Conventional methods of identification relies
upon separation of species on the basis of
morphology of antheridia, oogonia and
sporangia, which appear to vary under
different cultural conditions. Moreover, it is
time consuming and expert hands are
required. Hence Pythium species are seldom
identified at the species level which limits
ecological and epidemiological studies on the
genus and thereby the selection and
implementation of control strategies.

The use of DNA-based techniques such as
polymerase chain reaction (PCR) has enabled
researchers to identify and characterize
Pythium spp. (Chen & Hoy 1993; Kageyama et
al. 1998). The internal transcribed spacer
(ITS) region of ribosomal DNA has been
exploited for species-level identification of
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‘ Polymerase Chain Reaction (PCR) Table 1. Isolates of Pythium spp. used in the study
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P. myriotylum. Two of the isolates, HiRt?fZ
and 588 were from Gom, a sout‘hern_f-]sd =
of Sikkim. The Sikkim isolates identi 13 #51
P. myriotylum exclusively re_presegnte o
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personal communication).
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Table 3. Distribution of Pythium myr.t'ofylum in
various ginger growing states of India_

Isolate Source

IISR-587 Gom, Sikkim

1ISR-588 Gom, Sikkim

1ISR-590 Suldung, Sikkim
IISR-593 Geysingh, Sikkim
TISR-606a Assam

1ISR-607 Mananthavady, Kerala
1ISR-609 Wayanad, Kerala
1ISR-610 Parappanangadi, Kerala
[ISR-611 Parappanangadi, Kerala
IISR-612 Parappanangadi, Kerala
TISR-612a Parappanangadi, Kerala
1ISR-613 Kodagu, Karnataka
1ISR-613a Kodagu, Karnataka
1ISR-614 Kumarganj, Uttar Pradesh

species-specific primers used in the .studyf
They might belong to othe:r spemest Zf
Pythium. In another study, 20 isolates ou
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29 were found to be P, myriotylum, which
indicates the predominance of P. myriotylum
in Kerala (Jooju 2005), who found that P.
myriotylum and P. deliense were among the most
virulent strains of Pythium causing extensive
damage to ginger.

P. myriotylum is reported to cause soft rot in
ginger in many other ginger growing
countries such as Fiji, Taiwan and other
south eastern Asian countries (Parham 1935;
Park 1937; Takahashi et al. 1954; Lin et al.
1971, Wang & Chang 2003). It was inferred
from the present study that soft rot disease
causing widespread crop loss to ginger in
Kerala, Karnataka, Uttar Pradesh, Assam and
Sikkim in India was caused by P, myriotylum.
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