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Abstract 

Coa t protei n (CP) gene fro m six symptomatolog ica lly d istin ct isolates of Cardamom mosaic virlls 
(CdMV) ca using mosa ic disease of cardamom collected from different geographica l areas were 
amplified, cloned, sequenced, compared among themselves and with other CdMV isolates available 
in the GenBank, Identity of coat protei n sequence among the isolates varied from 74,8%-99,3% 
and 80.9%-99.2% at nucleo tide and amino acid levels, respectively. Based on the identity, isolates 
were cl assi fied into three distinct groups. All isolates from Karnataka (except Sirs i) belonged to 
one grou p, while isolates from Kerala and Tamil Nadu belonged to the other group, Multiple 
sequence alignment and phylogenetic analyses confirmed grouping of isolates based on percent 
identi ties. 
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Mosaic disease caused by Cordalllomll1osoic virlls 
(CdMV) is a major production constraint of 
ca rdamom in producing countries (Venugopa l 
& Naidu 1981; Gonsalves el al. 1986). In ea rly 
infec ted plants, crop loss would be 100% 
whereas, late infection results in grad ual decline 
in productivity and crop losses to a magnitude 
of 10%-60%, 26%-91% and 82%-92% we re 
reported in firs t, second and third yea rs of 
producti on, respectively (Varma 1962). The 
di sease is charac ter ized by prominent 
discontinuous yellowish s tripes running out 
from midrib to the margin of young leaves. In 
the advanced stages, size of the leaves ge ts 
red uced, the plants looses vigour and becomes 
s tunted. The virus is transmitted by the aphid 

(Pelltalollio l'Iigrollervoso f. colodii Van der Goot) 
in a no n-pers is tent manner (Siddappaji & 
Reddy 1972; VenugopaI2002), CdMV isa ssRNA 
virus belonging to the genus, Mocllll'Ovirlls of 
the family Potyviridae (Jacob & Usha 2001). 
CdMV isolates could be diffe rentiated based on 
symptoms on cardamom and other allied genera 
of Zil'lgibernceoe and also based on coat proteIn 
sequences (Jacob el 01. 2003) . Inthe presenl 

s tudy, we have sequenced coa t protein gene of 
s ix isolates and compared with other I'S ;OIO I!'!'J 
to study the sequence dive rsity among 
iso la tes. Based on geographica l origin, 
isolates we re class ified into three groups. 
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ian Ins titute of Spices Research, Cardamom Resea rch Centre, 
Madikeri-571 201, Karnataka, Indi a. 
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